Affinity of G7-peptides for Grb7-SH2 domain
Provided is a summary of G7-peptides previously reported. The schematics show the single letter amino acid nomenclature in coloured font and chemical structures are represented in black. Peak areas for quantifier transitions were normalized against internal standard using MultiQuant v3.0 (SCIEX) software. Peptide concentration in each sample was determined via comparison of normalized signal peak areas with external calibration curves made in sample-equivalent matrices on the same day as the cell assay. The experiment was performed in triplicate and repeated on two independent days. 
Peptide
Analyte Transition Q1 (m/z) Q3 (m/z) CE a (V) DP b (V) RT (mins) G7-18NATE
